. Details of kidney eQTLs mapped in the GKxBN F2 cross. The additive model taking sex and cross into account was used to assess eQTL statistical significance. Cisregulated eQTLs correspond to evidence of significant linkages between markers mapped within 10Mb to the linked transcript. The position (Mb) of the genes is based on ENSEMBL annotations of the rat genome (RGSC3.4, Ensembl release 69).
. Details of renal eQTLs mapped in the GKxBN F2 cross showing statistical evidence of sex or cross direction effects. The position of the markers (cM) and linked genes (bp) are based on the genetic map constructed in the cross and ENSEMBL annotations of the rat genome (RGSC3.4, Ensembl release 69). chr, chromosome.
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